In the title compound, C 11 H 10 N 3 O 4 S + ÁC 2 F 3 O 2 À , the benzene ring makes an angle of 87.3 (2) with the pyridinium ring. The nitro group is essentially coplanar with the benzene ring. The F atoms of the CF 3 group are disordered over two positions with almost equal occupancy [0.531 (12)/0.469 (12)]. The crystal structure is stabilized by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds.
Related literature
For studies of supramolecular chemistry involving pyridinium rings, see: Li et al. (2007) . For 4-nitro-N-(4-pyridyl)benzenesulfonamide, see : Yu & Li (2007) . For its salt form, see : Zhou et al. (2008) .
Experimental
Crystal data 
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1997 ); cell refinement: SAINT (Bruker, 1997) 
Comment
Organic pyridinium salts have been widely used in the construction of supramolecular architectures. As part of our ongoing studies of supramolecular chemistry involving the pyridinium rings , the structure of the title compound was determined by X-ray diffraction.
In the cations of the title compound the short C-N distance is indicative of the slight conjugation of the sulphonamide N with the pyridinium ring. The benzene ring forms an angle of 87.3 (2)° with the pyridinium ring. The nitro group is essentially coplanar with the benzene ring
The crystal packing is stabilized by N-H···O and C-H···O hydrogen bonds. 
Refinement
The N-bound H atoms were located in a difference map and their coordinates were refined. The C-bound H atoms were positioned geometrically (C-H = 0.93 Å) and refined as riding atoms. The constraint U iso (H) = 1.2 U eq (C and N) was applied. The N1-H1A distance was restrained at 0.90 (1) Å and C-F distances to 1.36 (1) Å. The instruction ISOR (tolerance 0.01) was applied to restrain the displacement ellipsoids of all F atoms to an isotropic bahaviour. The CF 3 group was disordered with the occupancy of 0.531 (12):0.469 (12). 43 restraints Extinction correction: none Primary atom site location: structure-invariant direct methods
Special details
Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance mat- Symmetry codes: (i) x, −y+1/2, z+1/2; (ii) x−1, −y+1/2, z−1/2; (iii) −x+2, −y+1, −z+1; (iv) −x+1, −y+1, −z+2.
